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Summary 

In present work it has been established that 5�-end segment of Satellite Tobacco Necrosis 
Virus genomic RNA (1-60 nucleotides) is able to increase the translation level in cell-free protein-
synthesizing system from wheat germ. We have shown, that these RNA segment is able to support 
high translation level even at stress temperature conditions (37°C) in plants, when present before 
reporter gene in recombinant monocistronic mRNAs, and to provide second cistron expression when 
present in intercistronic region of bicistronic mRNA-constructions. The direct correlation between 
the complementarity to 1099-1113 region of 18S rRNA certain domain and translation enhancement 
ef ciency was established for investigated RNA segment. The data suggest that formation of 
complementary interactions between the translation enhancer sequences of some mRNAs and certain 
exposed regions of 18S rRNA could be one of the potential mechanisms of translation level increasing in 
plants.


